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<210> 1 

<211> 825 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (146).. (682) 

<400> 1 

ggcacgagcc agctccttcc tgttcccctg gcggcccctc gcttcttcct tctggatggg 60 

ggcccagggg gcccaggaga gtataaaggc gatgtggagg gtgcccggca caaccagacg 120 

cccagtcaca ggcgagagcc ctggg atg cac egg cca gag gec atg ctg ctg 172 

Met His Arg Pro Glu Ala Met Leu Leu 
1 5 

ctg etc acg ctt gec etc ctg ggg ggc ccc acc tgg gca ggg aag atg 220 
Leu Leu Thr Leu Ala Leu Leu Gly Gly Pro Thr Trp Ala Gly Lys Met 
10. 15 20 25 

tat ggc cct gga gga ggc aag tat ttc age acc act gaa gac tac gac 268 
Tyr Gly Pro Gly Gly Gly Lys Tyr Phe Ser Thr Thr Glu Asp Tyr Asp 
30 35 40 

cat gaa ate aca ggg ctg egg gtg tct gta ggt ctt ctg ctg gtg aaa 316 
His Glu He Thr Gly Leu Arg Val Ser Val Gly Leu Leu Leu Val Lys 
45 .50 55 

agt gtc cag gtg aaa ctt gga gac tec tgg gac gtg aaa ctg gga .gec 3 64 
Ser Val Gin Val Lys Leu Gly Asp Ser Trp Asp Val Lys Leu Gly Ala 
60 65 70 

tta ggt ggg aat acc cag gaa gtc acc ctg cag cca ggc gaa tac ate 412 
Leu Gly Gly Asn Thr Gin Glu Val Thr Leu Gin Pro Gly Glu Tyr He 
75 80 85 

aca aaa gtc ttt gtc gee ttc caa get ttc etc egg ggt gtg gtc .atg 460 
Thr Lys Val Phe Val Ala Phe Gin Ala Phe Leu Arg Gly Val Val Met 
90 95 100 105 

tac acc age aag gac cgc tat ttc tat. ttt ggg aag ctt gat ggc cag 508 
Tyr Thr Ser Lys Asp Arg Tyr Phe Tyr Phe Gly Lys Leu Asp Gly Gin 
110 115 120 

ate tec tct gee tac ccc age caa gag ggg cag gtg ctg gtg ggc ate 556 
lie Ser Ser Ala Tyr Pro Ser Gin Glu Gly Gin Val Leu Val Gly He 



2 



125 130 135 

tat ggc cag tat caa etc ctt ggc ate aag age att ggc ttt gaa tgg 604 
Tyr Gly Gin Tyr Gin Leu Leu Gly lie Lys Ser lie Gly Phe Glu Trp 
140 145 150 

aat tat cca eta gag gag ccg ace act gag cca cca gtt aat etc aca 652 
Asn Tyr Pro Leu Glu Glu Pro Thr Thr Glu Pro Pro Val Asn Leu Thr 
155 160 165 

tac tea gca aac tea ccc gtg ggt cgc tag ggtggggtat ggggccatcc 702 
Tyr Ser Ala Asn Ser Pro Val Gly Arg . 
170 175 

gagctgaggc catctgggtg gtggtggctg atggtactgg agtaactgag tegggacget 762 

gaatctgaat ccaccaataa ataaagcttc tgcagaaaaa aaaaaaaaaa aaaaaaaaaa 822. 

aaa . 825 



<210> 2 
<211> 178 
<212> PRT 

<213 > Homo sapiens 
<400> 2 

Met His Arg Pro Glu Ala Met Leu Leu Leu Leu Thr Leu Ala Leu Leu 
15 10 15 

Gly Gly Pro Thr Trp Ala Gly Lys Met Tyr Gly Pro Gly Gly Gly Lys.: 
20 25 30 

Tyr Phe Ser Thr Thr Glu Asp Tyr Asp His Glu lie Thr Gly Leu Arg 
35 40 45 

Val Ser Val Gly Leu Leu Leu Val Lys Ser Val Gin Val Lys Leu Gly 
50 55 60 

Asp Ser Trp Asp Val Lys Leu Gly Ala Leu Gly Gly Asn Thr Gin Glu 
65 70 75 80 

Val Thr Leu Gin Pro Gly Glu Tyr lie Thr Lys Val Phe Val Ala Phe 
85 90 95 

Gin Ala Phe Leu Arg Gly Val Val Met Tyr Thr Ser Lys Asp Arg Tyr 
100 105 110 

Phe Tyr Phe Gly Lys Leu Asp Gly Gin lie Ser Ser Ala Tyr Pro Ser 
115 120 - 125 

Gin Glu Gly Gin Val Leu Val Gly He Tyr Gly Gin Tyr Gin Leu Leu 
130 135 140 

Gly lie Lys Ser He Gly Phe Glu Trp Asn Tyr Pro Leu Glu Glu Pro 
145 150 155 160 

Thr Thr Glu Pro Pro Val Asn Leu Thr Tyr Ser Ala Asn Ser Pro Val 
165 170 175 

Gly Arg 



<210> 3 
<211> 159 
<212> PRT 

<213> Homo sapiens 



<400> 3 

Met Leu Pro Leu Leu He Leu Ala Phe Leu Gly Thr Pro Ala Val Leu 



15 10 15 

Thr Gin Ser Arg Tyr His Gly Ser Glu Thr Gly Lys His Phe Cys lie 
20 25 30 

Val Ala Pro Glu Gly Glu Pro Val Thr Gly lie Trp Ala Ser Leu Lys 
35- 40 45 

Asn Asn lie Leu Ser Ser lie Arg Leu Lys Phe Gly Asn Asn Trp Ser 
50 55 60 

Gin Glu Tyr Gly Ser Ser Gly Arg Ala Glu lie Glu Val Lys Leu Asn 
65 70 75 80 

Pro Asp Glu Thr Val Leu Gly Phe Ser Gly Ser Phe Tyr lie Phe Met 
85 90 95 

His Gin He He He Thr Thr Ser Gin Pro Arg Glu Leu He He Gly 
100 105 110 

Pro Leu Thr Gly Arg Tyr Val Tyr Thr Ser Tyr Pro Glu Asn Pro Asn 
115 120 125 

His Val Phe Arg Gly He Cys Gly Tyr Tyr Val Thr Gly Gly Leu Lys 
130 135 140 

Gly Met Arg Tyr Leu Trp Gly Asn Val Asn Gly Thr Cys Thr Glu 
145 ~ ~ 150 155 



<210> 4 

<211> 733 

<212> DNA 

<213> Homo sapiens 

<400> 4 

gggatccgga gcccaaatct tctgacaaaa ctcacacatg cccaccgtgc ccagcacctg 60 
aattcgaggg tgcaccgtca gtcttcctct . tccccccaaa acccaaggac accctcatga 120 
tctcccggac tcctgaggtc acatgcgtgg tggtggacgt.-aagccacgaa gaccctgagg 180 
tcaagttcaa ctggtacgtg gacggcgtgg aggtgcataa tgccaagaca aagccgcggg 240 
aggagcagta caacagcacg taccgtgtgg tcagcgtcct caccgtcctg caccaggact 3 00 
ggctgaatgg caaggagtac aagtgcaagg tctccaacaa agccctccca acccccatcg 3 60 
agaaaaccat ctccaaagcc aaagggcagc cccgagaacc acaggtgtac accctgcccc 42 0 
catcccggga tgagctgacc aagaaccagg tcagcctgac ctgcctggtc aaaggcttct 480 
atccaagcga catcgccgtg gagtgggaga gcaatgggca gccggagaac aactacaaga 540 
ccacgcctcc cgtgctggac tccgacggct ccttcttcct ctacagcaag ctcaccgtgg 600 
acaagagcag gtggcagcag gggaacgtct tctcatgctc cgtgatgcat gaggctctgc 660 
acaaccacta cacgcagaag agcctctccc tgtctccggg taaatgagtg cgacggccgc 720 
gactctagag gat 73 3 



<210> 5 
<211> 5 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SITE 
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<222> (3) 

<2 23> Xaa equals any amino acid 



<400> 5 

Trp Ser Xaa Trp Ser 
1 5 



<210> 6 

<211> 86 

<212> DNA 

<213> Homo sapiens 

<400> 6 

gcgcctcgag atttccccga aatctagatt tccccgaaat gatttccccg aaatgatttc 60 
cccgaaatat ctgccatctc aattag 86 



<210> 7 
<211> 27 
<212> DNA 

<213> Homo sapiens 



<210> 8 
<211> 271 

<212> DNA . 
<213> Homo sapiens 

<400> 8 

ctcgagattt ccccgaaatc tagatttccc cgaaatgatt tccccgaaat gatttccccg 60 

aaatatctgc catctcaatt agtcagcaac catagtcccg cccctaactc cgcccatccc 120 

gcccctaact ccgcccagtt ccgcccattc tccgccccat ggctgactaa ttttttttat 180 

ttatgcagag gccgaggccg cctcggcctc tgagctattc cagaagtagt gaggaggctt 240 

ttttggaggc ctaggctttt gcaaaaagct t 271 



<210> 9 

<211> 32 

<212> DNA 

<213> Homo sapiens 



<210> 10 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<400> 10 

gcgaagcttc gcgactcccc ggatccgcct c 31 



<210> 11 

<211> 12 

<212> DNA 

<213> Homo sapiens 



<400> 7 

gcggcaagct ttttgcaaag cctaggc 



27 



<400> 9 

gcgctcgagg gatgacagcg atagaacccc gg 



32 



<400> 11 
ggggactttc cc 



12 





<210> 12 

<211> 73 

<212> DNA 

<213> Homo sapiens 

<400> 12 

gcggcctcga ggggactttc ccggggactt tccggggact ttccgggact ttccatcctg 60 
ccatctcaat tag .73 



<210> 13 
<211> 256 
<212>' DNA 

<213> Homo sapiens. 
<400> 13 

ctcgagggga ctttcccggg gactttccgg ggactttccg ggactttcca tctgccatct 60 
caattagtca gcaaccatag tcccgcccct aactccgccc atcccgcccc taactccgcc 120 
cagttccgcc cattctccgc cccatggctg actaattttt tttatttatg cagaggccga 180 
ggccgcctcg gcctctgagc tattccagaa gtagtgagga ggcttttttg gaggcctagg 240 
cttttgcaaa aagctt 256 



<210> 14 

<211>. 39 

<212> DNA 

<213> Homo sapiens 



<400> 14 

gcgggatccg ccatcatgca ccggccagag ggcatgctg 



39 



<210> 15 
<211> 37 
<212> DNA 



<213> Homo sapiens 



<400> 15 

agctggtacc ctagcgaccc acgggtgagt ttgctga 



37 



